
u

cUGC
A
A
G
U

G
A

G
A

C
A

GG
ACUC

C
A

U
C

UAA
C
GG

A
U

G
G
C

CAG
AG

U
A A

UCU
G A

G G
GC

A A G
U

G
C

A
A
C
A
G
A
A
A

G
U

A G GU
A
G
C
C
A
C

U
U C

G
G
U
G
G
U G

AC
A G U GA

A
A

G
G GU GG G

G U A
A
G

AGCCCACC
A
G
UGCUUA UG G

U
AA

CAUAGGCA
G

C
UAGGUAAA

C
C

C
U

G
UC

C GC AG C A A GA A G
U

A U A U
G
GU A U A A

G U C U C A
C
A

AGCUG
UUAGAU

C
A

G
CACUC

A
U
A
CUUC

G
C
U
U
G
A
A CG U A U UG G

C
A

ACAACACGU
C
U
A
G
A
U
A
A
A
U
A
A
C
U
A
C
C

C A C G a
c
a

gaacccggcuua

g
a
g
g
a
a
a
g
c
c
g
g
g

1

20

40

60

80

100

120

140

160

180

200

220240

260

280

P6

SM-A30(48)
RNase P RNA


